ABSTRACT Lactobacillus reuteri R2lc and 2010 are pigmented rat intestinal isolates. L. reuteri R2lc has been studied in different animal disease models, including colitis and acute liver injury. We sequenced both isolates and identified novel secondary metabolite gene clusters, which may be linked to the probiotic potential of these strains.
secondary metabolite gene clusters was predicted with antiSMASH (14) . These analyses revealed that R2lc putatively encodes two distinct polyketide synthase (PKS) gene clusters (pksR2lc01 and pksR2lc02), each encoded from a plasmid. Strain 2010 encodes a single PKS cluster (pks2010). With BLASTP analyses, we determined that the pks2010 cluster is homologous to pksR2lc02, with amino acid identities ranging from 53 to 87% (4).
Data availability. The genome sequences of L. reuteri R2lc and 2010 have been deposited in NCBI GenBank under the accession numbers PTLS00000000 and PUXG00000000, respectively. The original raw sequence data of L. reuteri R2lc and 2010 can be found at the NCBI Sequence Read Archive under the accession numbers SRR8165042 and SRR8165043, respectively.
